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Cloning and expression of sensory neuron membrane protein in Helicoverpa 


armigera 
SU Hong-Hua[]WANG Gui-Rongl] ZHANG Yong-Jun[] LIANG Ge-Meil] WU Kong-Ming]] GUO Yu-Yuan 
[] State Key Laboratory for Biology of Plant Diseases and Insect Pests[] Institute of Plant Protection[] Chinese 
Academy of Agricultural Sciences[] Beijing 100094[] Chinal | 
Abstract| | A full-length cDNA encoding sensory neuron membrane proteiil] SNMPL] was cloned from antennae 
of Helicoverpa armigera . The open reading-frame of SNMP was 1 572 bpl] encoding 523 amino acid residues. 
There were two putative transmembrane domains[] which is the typical characteristic of SNMPs. And it also 
shared high identity with sensory neuron membrane proteins from other insects. Semi-quantitative RT-PCR 
analysis showed that SNMP was not only expressed in antennael] but also in head] excluding antennael] and 
legs of H. armigera . Howeverl ] its expression in antennae was much higher than that in head and legs. There 
was no obvious difference between the expression in male antennae and that in female antennae. Moreovei] it 
was also expressed in labial palpus[ ] maxillary palpus and proboscis. SNMP was expressed in egg] | the 10th-day 
pupa and imagol | but expressed relatively low in egg. The SNMP coding region was cloned into the expression 
vector pET21bL] and the recombinant SNMP protein with six-His tag was successfully expressed in the bacteria. 
Key words[] Helicoverpa armigera|] sensory neuron membrane protein[] gene cloningl] semi-quantitative RT- 
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Fig. 2 Prediction of transmembrane region for SNMP in Helico armigera 
BEAR 1(9 ~ 31), RRR 20459) — 480: d& S P) ELSE XCR IB BRES RS DX B S ERR ER. Transmembrane region 1 (9 - 31), 
Transmembrane region 2 (459 — 481): Numbers in the parenthesis stand for the amino acid position of transmembrane region. 
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Fig. 3 Alignment of amino acid sequence of SNMP in Helicoverpa armigera with those of other proteins in the SNMP family 
SNMPHarm: PFF R Helicoverpa armigera, GenBank & 5 GenBank accession number A&015604; SNMPMbra: HERE Mamestra brassicae, 
A&015603; SNMPApol: SHAA Antheraea polyphemus, &AC47540. 
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. 7 Expression of SNMP in different tissues and developmental stages of Helicoverpa armigera 
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Fig. 8 Prokaryotic expression of SNMP of Helicoverpa armigera 
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